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I. Elaborate on: Answer any TWO questions.               (2 x 10 = 20) 
 
1.   Elaborate the stages of Denovo drug design. 
2.  Explain Random and Non-random screening methods. 
3.  Explain the Biosteric replacement strategies with ring replacement. 
 
II. Write notes on: Answer any SEVEN questions.       (7 x 5 = 35) 
 
1.  Tafts steric constant (Es). 
2.  Discuss Clinical studies with the phases of clinical trials. 
3.  What is Bioisosterism? Classify them with examples. 
4.  Illustrate Linear Hansch model. 
5.  Explain Free-Wilson approach. 
6.  Applications of Pharmacophore. 
7.  Write a brief note on Flexible Docking. 
8.  ADME and biochemical Databases. 
9.  Explain Energy minimization method-non derivative method. 
 
III. Short answers on: Answer ALL questions.      (10 x 2 = 20) 
 
1. Rigid Docking. 
2. Analog design and its goals. 
3. What is COMFA? 
4. Verloop Steric Parameter. 
5. SAR Vs QSAR. 
6. What is Partition Coefficient? 
7. Post marketing monitoring. 
8. Invitro, Invivo and Silico assays. 
9. Structure of Isoniazid and Chloramphenicol. 
10. Structure based virtual screening. 
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I. Elaborate on: Answer any TWO questions.      (2 x 10 = 20) 
 
1.   Explain Pharmacophore mapping and concept-based screening. 
2.  Discuss Lead optimization with their characters. Explain the methods of  
           optimization. 
3.  Explain the principle of quantum mechanics and its methods. 
 
II. Write notes on: Answer any SEVEN questions.      (7 x 5 = 35) 
 
1. Enumerate the properties determined by the researchers for preclinical studies. 
2. Explain the methodology of 3D QSAR. 
3. Explain the determination of Partition Coefficient. 
4. Write short notes on rigid docking. 
5. What is bio informatics? Give its applications. 
6. Write a brief note on computer aided drug design. 
7. Explain briefly Chemical databases. 
8. Conformational analysis-history and process. 
9. Explain the phases of drug development.  
 
III. Short answers on: Answer ALL questions.      (10 x 2 = 20) 
 
1. Objectives of QSAR. 
2. Hansch’s equation. 
3. LBVS 
4. What is bioisosterism? 
5. Molecular modeling method with flow chart. 
6. What is molecular mechanics? 
7. Advantages and disadvantages of Semiempirical method. 
8. Manual docking. 
9. Write the formula used to calculate number of conformations. 
10. Define drug likeness and the methods for its assessment. 
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I. Elaborate on: Answer any TWO questions.      (2 x 10 = 20) 
 

1. Explain Analog Based Drug Design. 
2. Explain steps involved in De novo Drug Design. 
3. Explain the Rational approaches to Lead Discovery. 

 
II. Write notes on: Answer any SEVEN questions.      (7 x 5 = 35) 
 

1. Explain the concept of Drug likeness Screening. 
2. Explain Rigid Docking. 
3. Explain Pharmacophore Mapping. 
4. Explain Hansch Analysis. 
5. Explain Conformational Analysis. 
6. Explain methods of Energy Minimisation. 
7. Explain stages of drug discovery. 
8. Explain COMFA and COMSIA. 
9. Explain Global conformational minima determination.  

 
III. Short answers on: Answer ALL questions.             (10 x 2 = 20) 
 

1. Define Bioisosterism with example. 
2. List out chemoinformatic databases. 
3. Define Molecular Mechanics. 
4. Differentiate SAR Vs QSAR. 
5. Expand LUMO and HOMO. 
6. Tafts steric constant. 
7. Define flexible docking. 
8. Define Lipinski’s Rule of five. 
9. Define Quantum mechanics. 

10. List out the advantages of Computer aided drug designing. 
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